Fig. 2S
1 H NMR (400 MHz, DMSO-d6) spectrum of desoxo-narchinol A (5).
Fig. 3S
13 C NMR (100 MHz, DMSO-d6) spectrum of desoxo-narchinol A (5). 
Fig. 5S
1 H NMR (400 MHz, CDDl3) spectrum of isonardosinone (12).
Fig. 6S
13 C NMR (100 MHz, CDCl3) spectrum of isonardosinone (12). 
Fig. 14S
1 H NMR (400 MHz, CDCl3) spectrum of (-)-aristolone (18).
Fig. 15S
13 C NMR (100 MHz, CDCl3) spectrum of (-)-aristolone (18).
Fig. 16S
Representative TOFMS chromatograms of one randomly selected Nardostachys jatamansi sample (sample S10). 
Plant material
The air-dried plant materials were purchased from Anhui Jiren Pharmacy Co. Ltd. in July 2011, and were identified as roots and rhizomes of Nardostachys jatamansi DC. by Prof. 
Extraction and isolation
The air-dried roots and rhizomes (20.0 kg) of NCB were firstly percolated 3 times by 8 times the amount of 70% ethanol (v/v) at a speed of 10 mL/min at room temperature, and the residues were then reflux extracted 3 times (2 h each time) by 8 times the amount of 70% ethanol at 80-90°C. The combined 70% ethanol solution was concentrated to dryness in vacuo (3.4 kg) and resuspended in water before being partitioned successively with petroleum ether, ethyl acetate, and n-butanol to give petroleum ether (PE), ethyl acetate (EA), and n-butanol (BU) extracts. The PE extract (320 g) was fractionated by silica gel CC and gradiently eluted with PE/EA (100:0-0:100) to obtain 22 primary fractions, Fr. 1-Fr. 22. For each original subfraction, 10% was weighed for isolation of the main compounds for the convenience of saving time, especially when their amounts overburdened our routine isolation protocols.
Subfractions from Fr. 7-4 were further purified by silica gel pTLC eluted with PE/EA/methanol (5:3:2) to afford 5 (80 mg, Rf = 0.5). Fr. 10 (3.5 g) was successively subjected to Sephadex LH-20 CC (CH2Cl2/MeOH, 1:1) and silica gel CC (PE/EA, 70:30) to afford 12 (70 mg). Fr. 9 (4.0 g) was then subjected to repeated silica gel CC (PE/EA, 100:0 to 70:30) to afford compound 16 (2400 mg). Compounds 17 (150 mg) and 18 (120 mg) were obtained by recrystallization of the subfraction Fr. 7-2-2-1.
Optimization of the extraction method
N. jatamansi samples were purchased from different retail stores all over China, and were all labeled coming from Sichuan province in China. Among them, sample S1 was purchased from Gansu province, S2 from Guizhou province, S3 and S4 from Hebei province, S5 from Henan province, S6 from Inner Mongolia Autonomous Region, S7 from Sichuan province, S8
and S9 from Tianjin city, and S10 and S11 were purchased from Beijing city. Detailed information is shown in Table 1S . After full-scale wavelength scanning (210 nm-400 nm), the wavelength of 280 nm was chosed for fingerprint chromatograms with excellent resolution and isolation. According to the Chinese Phamacopoeia (2015 Edition), sonication was selected for the extration. To optimize the extraction conditions for the roots and rhizomes of N. jatamansi by an ultrasonic instrument, the following parameters were tested:
methanol-water solution with ratios at 0, 30, 50, 70, and 100% (Table 2S) , solvent multiples at 1:10, 1:20, 1:40, 1:100, and 1:200 (Table 3S) , and extraction durations of 10, 30, 60, and 120 min ( Table 4S ). The detailed data are shown in the following tables. Finally, the extraction condition was optimized as follows: 100% MeOH was selected as the extract solution with a material/solvent ratio of 1:20 for 120 min.
Table 1S A summary of tested samples. 
UPLC-PDA method validation
A similarity evaluation of N. jatamansi is shown in Table 5S . The UPLC-PDA method was validated by the tests of linearity, limits of detection and quantification (LODs and LOQs), precision, repeatability, stability, and recovery. The linearities of the six compounds for quantification were estalished using the mixed standard solutions and their dilutions of 2, 4, 8, 16, 32, 64 times. Calibration curves were created by establishing an equation between the peak areas (Y) and the concentrations (X, mg/mL) of the standard solutions. The LODs and
LOQs were determined at signal-to-noise ratios (S/N) of 3 and 10, respectively. The regression equation, determination coefficient, and linear range are listed in Table 6S . All the calibration curves showed good linearity (r > 0.999) within suitable tested concentration ranges. The LODs and LOQs for the analytes were less than the lowest concentration of their standard curves (Table 6S ). The intra-and inter-precision tests were carried out using six replicated injections of the same sample solution on the same day for three consecutive days.
The repeatability of the method was determined by six independently prepared sample solutions. The stability of the method was investigated in triplicate with one sample solution (stored at 4°C) injected into the UPLC system at 0, 2, 4, 8, 14, and 24 h, consecutively. The results of the precision, repeatability, and stability tests for the six compounds are summarized in Table 7S . The RSD values of intra-and inter-day variations, repeatability, and stability tests of the six compounds did not exceed 3%. The accuracy of the method was studied by calculating the mean recovery using the standard addition method. Accurate amounts of (-)-aristolone standard solution were added into 0.25 g crude extract of N.
jatamansi while accurate amounts of the rest compounds standard solutions were added into 0.1 g crude extract of N. jatamansi, before being extracted and analyzed by the above-established method. Each analysis was repeated six times. The total amount of each compound was calculated from the corresponding calibration curve, and the recovery of each compound was obtained using the following equation: recovery (%) = (amount foundamount contained)/amount spiked × 100%. The average recoveries of the six standard constituents are summarized in Table 7S . The recoveries were between 92.398% and 105.19%, and the RSD values were all less than 3%. Therefore, the UPLC method is precise, accurate, and sensitive enough for simultaneous quantitative evaluations of the six compounds in N. jatamansi. The result of the quantitative analysis is shown in Table 8S . 
